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Memoro Hawoeo 0ocnidxcenHs OyI0 NPOAHANIZY8AMU CIMAH MIKPOQIOpU NIX8U ) HCIHOK penpoOyKMUBHOZO0 GIKY 3
MemaboniuHuM cuHOpomom. Adixce, 3a OaHUMU CYUACHUX HAYKOBUX Oxcepei, Memaboniynuil cunopom (MC) makooc mooice
b6ymu 000amKo8UM YUHHUKOM, AKULL CHPUAE NOPYULEHHAM 8AIHANBHO20 MIKpobiomy. B excnepumenmi bpano yyacme
58 oicinox. Memooom kynemypaneHoi diaenocmuxu (euxopucmogysaiu 5% Kpos'sHull azap Kk HalOiib YHIGepcalbHe
JHCUBUNBHE cepedosuuye) 6Y10 BUSHAUEHO YUCI KYIbMYpPU MIKPOOP2AHI3MIG, 5IKi 3HAX0OUNUCS ) 6ACIHAILHUX GUOLTEHHIX.
Tayienmxu 6ynu nodineni Ha 08I epynu: nepuia — KOHMPOIbHA 2PYNRA, 300P08i 0coOU He3 03HAK MemabONIUHO20 CUHOPOMY
(29 acinok), Opyea — 0OCHiOHA epyna 3 KAIHIYHUMU O3HAKAMU Memaboniyno2o cunopomy (29 acinok). Ilposedeni docii-
0diCenHsl BUABUNU HAABHICMb nopyuenoi mikpoghnopu y 89,4% oucinox i3 MC, a y konmponsniii epyni —y 9,2%. Haubinow
4acmo 8 yMoeax Kynvbmugy8anus eucisanu aaxmobdakmepii, siki y nayicumox i3 MC susaensiu 608iui pioute GiOHOCHO
JHciHOK KoHmponvHoi epynu (p<0,05). Mikpoopeanizmu pody Staphylococcus y nayienmox i3 MC suseusinu 00CmogipHo
yacmiwe, Hidic y epyni konmpomo: 48,3% (p<0,001) ma 10,3% sionosiono. ¥ xcinok iz MC y wicme pasie uacmiuie, Hidic
¥ epyni koumpomnio, eusgnanu ypeanaasmu (55,2% ma 10,3%,; p<0,001) ma y n’samo pazie — xnamioii (17,2% ma 3,4%;
p<0,001). V nayienmox iz MC oocmosgipro wacmiwe (41,4%,; p<0,001), anixc y epyni koumponto (13,8%), eusgnsiu
Enterococcus facealis. Yacmoma eusgnenns kopunebaxmepiti y xeopux na MC 6yna maxosc docmogipro euwjoro (24,1%;
p<0,001), niorc y epyni konmponio (10,3%,). ¥ arcinok i3 MC'y mpu pazu wacmiwie, Hidic Y 300p08UX JHCIHOK, 8UCI8ATU cpUdU
pooy Candida. Hamu doeederno, ujo MC ma 11020 KoMnoHenmu y JHCIHOK penpoOyKMUGHO20 iKY 6NIUBAIONb HA PO3GUMOK
be3nnio0st, HeOHAMaNbLHOI Namonoeii, inghekyill cenocmamegoi cucmemu.

Kntwouosi cnosa: mikpognopa nixeu, 1axmobaxmepii, JHCiHKu penpoOykmueHo20 iKY, 6akmepionoziune 00Cai0NCeH S,

Oksana Mialiuk, Mariya Marushchak, Vasyl Palapa, Valeriy Oksyuta, Pavlina Nevgadovska. Vagina

biocenosis in women of reproductive age with metabolic syndrome
Our study aimed to analyze the state of vaginal microflora in women of reproductive age with metabolic syndrome.
After all, according to modern scientific sources, metabolic syndrome (MS) can also be an additional factor that contributes
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to the violation of the vaginal microbiome. 58 women participated in the experiment. By the method of bacteriological
diagnostics (5% blood agar was used as the most universal nutrient medium), pure cultures of microorganisms found in
vaginal secretions were determined. The patients were divided into 2 groups: st — control group, healthy individuals without
signs of metabolic syndrome (29 women), 2nd — experimental group with clinical signs of metabolic syndrome (29 women).
The conducted studies revealed the presence of disturbed microflora in 89.4% of women with MS, and in the control group —
in 9.2%. Most often, lactobacilli were sown under cultivation conditions, which were detected 2 times less often in women
with MS compared to women in the control group (p<0.05). Microorganisms of the genus Staphylococcus were found
significantly more often in MS patients than in the control group: 48.3% (p<0.001) and 10.3%, respectively. In women with
MS, ureaplasma was detected 6 times more often than in the control group (55.2% and 10.3%, p<0.001) and chlamydia
5 times more ofien (17.2% and 3.4%, p<0.001). Enterococcus facealis was found significantly more often in MS patients
(41.4%, p<0.001) than in the control group (13.8%). The frequency of detection of corynebacteria in patients with MS was
also significantly higher (24.1%, p<0.001) than in the control group (10.3%). In women with MS, fungi of the genus Candida
were sown 3 times more often than in healthy women. We have proven that MS and its components in women of reproductive
age affect the development of infertility, neonatal pathology, and infections of the genitourinary system.
Key words: microflora of the vagina, lactobacilli, women of reproductive age, bacteriological research.

Beryn. CyyacHicTs aukrye 3pocratounii intepec  (MC) Takok Moxke OyTH TOJaTKOBUM YHWHHHKOM,
JI0 3’ICyBaHHS POJIi MiKp0oOioMa y 3[10pOB’T JIIONMHU.  SIKHH CHPHUSAE HMOPYIICHHSM BariHAJIbHOTO MiKpOOi-
VYce Oinmplie JoKa3iB CBiAYATH NMPO Te, IO TOpY-  OMY. Y KIHOK 3 OXKHPIHHIM CHOCTEPIraeThCs BUIINN
mIeHHS MIKpo(JIOopH OpraHi3My € YHHHHKOM, IO  piBeHb BB Ta HecmpHUATIMBHX HACIIJIKIB BariTHOCTI,
CIpHsie BUHUKHEHHIO PI3HMX MATOJNOTIYHMX CTaHIB,  BKJIIOYAIOUM MepeadacHi noioru [15-17].

SKI ypaXkaroTb SK JOPOCIHX, Tak 1 HiTed, y ToMy Meta pocaimxenns. [IpoananizyBarn cTaH
YuCcal METa0oMiuHI po3iaay, Taki K HagMipHa Bara  MIKpOQJIOpH MiXBU Y )KIHOK PENPOAYKTHBHOTO BiKy
Ta oxupinHs [1; 2]. MikpoOioM JIOIUHM HE € OJHO- 3 METa0OJIYHUM CHHAPOMOM.

PIOHUM, OCKUTBKH JIFOACHKE TLIO MICTUTH Pi3HI MOy~ Marepianu Ta Metonu. B exciepumenti 6paino
TATiT MIKpOOIB y piI3HMX YaCTHHAX TiJla, BKIIOYAIOUM  ydacTh 58 kiHOK. Bik — 21-33 poku. JlociimkeHHs
MiKpoQuIOpy IIKipH, MOPOXXHHUHM POTA, MIXBH Ta  MPOBOJWIM Yy OaKTEpiOJIOTIYHOMY BiAJiNIEHHI KIIi-
KumIeyHrka [3]. Xoua 3MiHM y BariHaJbHOMY MIKpO-  HikKo-giarHoctuuHoi stabopatopii KHIIT «Ilomorosuit
0iomi Ha 37I0pPOB’S OMMCYIOTHCH piflle, HiX B iHMKMX  OyauHOK» PMP. MeTomoM KymbsTypalibHOI JiarHOC-
YacTHHAX TiJa, CKJIaJ BariHAJIbHOI MIKpO(IOpH Ma€  THKH (BHKOPHCTOBYBald 5% KpOB'SHHM arap sk
MTOTEHIIIHHO BaXKJIMBI HACTIAKH JUIA PENPOAYKTHB-  HAWOUIBII YyHIBepCalbHE J>XUBUJIBHE CEpPEIOBUIIIE)
HOTO 37I0pPOB’sl KIHKM. MatepuHCbKuil MikpoOioM  Oysi0 BH3HAU€HO YHCTI KyJBTYPH MIKpOOpIaHi3MiB,
TaKoX Ma€ 3HAYHUH BIUIMB Ha 3[0POB’S HAIAMKIB,  SKi 3HAXOJMIIMCS Y BariHaJdbHUX BUAUICHHsX. [lari-
IO € HACHiAKOM He JIMIIE TMOTEHIIMHOro BIUIMBY  €HTKHW Oy/W MOALICHI Ha JBi TPYNH: Mepiia — KOHTP-
MiKpoOiOMy Ha 3I0pOB’sl Marepi, ajie i Horo pojii  OJlbHA Ipyma, 370pOBi 0coOu 0e3 03HaK MeTabosiu-
y (opMyBaHHI MIKpOOiOMY IWTHHH, IO PO3BUBA-  HOTO CHHAPOMY (29 *kIHOK), Apyra — AOCHTiJHA Tpyna
eTbcs. Hampukman, 3mMiEn Mikpoumopn KWIIEYHWKA 3 KIIHIYHAMH O3HaKaMH MeTabOoNIiYHOTO CHHAPOMY
Marepi HiA 4ac BariTHOCTI COPUYMHWIM IepeadyacHi (29 xiHOK). YCi y4acHUKH €KCIIEpUMEHTY OyJIH Mpo-
MOJIOTH 1 PO3BUTOK ajeprii, acTMM Ta OXWUPIHHA  iHQOPMOBaHI MPO ydyacTh y JOCTIDKEHHI 1 Jamu
y HamaakiB [4-6]. Sk 1 Mikpoduiopa KHIIEYHHKAa  THCHMOBY 3TOIY.

Marepi, Tak i Mikpodopa MmiXBH Ma€ BIUIMB Ha JlocTOBiIpHICTh pI3HHMIII 3HAYeHb BHU3HAYAIH 3a
pe3yibTaTH  BariTHOCTI, BKIIIOYAIOYM TMepeadacHi  gomoMoror U-kputepito Mana — VYirtHi. ko
mosiord [7] 1 ckian BariHambHOI MIiKpOQIIOpH, MMO-  p-3HaueHHs 3Haxomwiocs y mexax a0 0,05, icHyBaB
BIpHO, BIUIMBA€ Ha MOJANBLIMKA MIKpOOIOJOriYHMH  TBEpPOWH AOKa3 TOro, IO aJbTePHATHBHA TiNOTe3a
PO3BHUTOK AMTHHHM micist HapomkenHs [8—10]. Cmix  BipHa, pe3ynbraT yBaXKaBcs CTATUCTUYHO 3HAUYIIHM.

3a3HauYUTH, IO BIAMIHHOCTI y ckmagi Mikpodopu PesyabraTtu. IIpoBeneHi mocmimKeHHS BUSBUIH
MIXBH CIIOCTEPITaIUC MIXK JKIHKaMU aQpUKAHCHKOrO  HasiBHICTH mopyineHol mikpoduopu y 89,4% sxiHOK
Ta €BPONEHCHKOTO MOXOMKEHHS 3 BUIIUM anbda-pi3- i3 MC, a y koHTponbHid rpyni — y 9,2%. HaitOinbm

HOMAHITTSIM Yy KIHOK a)pUKAaHCHKOTO MOXOIKEHHS  4YacTO B YMOBaxX KyJbTUBYBaHHS BHCIBaJIM JIAKTO-
Ta OlnpmMM mominyBaHHSAM Lactobacillus y xiHok — Oakrepii, siki y manieHTok i3 MC BHABIAIM B JBa
eBporeicbkoro noxomkenHs [11; 12]. Takox Oynmu  pasu pifmie BiZHOCHO KIHOK KOHTPOJBHOI TPyIH
BUSIBJICHI BIZIMIHHOCTI y T1HEKOJIOTiYHMX pesynbTatax  (p<0,05). VYBakaeThcs, IO TPOTOTHII 3I0POB’S
1 HaciIKax BariTHOCTI MiXK IUMH pacamu, I¢ BABIYl  MiKpoOiOMY MIXBHU CKIIQJIAEThCS 3 BAriHAIBLHOTO MPO-
YacTile y *KIHOK a)pUKAHCHKOTO MOXOKEHHS CIo-  (iIio, y SKOMY IepeBakatoTh JJAKTOOAKTePil Ta HU3b-
crepiranucsi O6akrepianpHuii Barino3 (bB) i mepen-  kuit pH — YMHHUWKM, SKi TPUTHIYYIOTH PICT iHIIMX
yacHi momoru [13; 14]. MetaOoniunnii cuHgpoM  OakTepidl, i KOMM BUHHMKAE iX aucOanaHc, MOXKYTh
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Puc. 1. KiabkicHi moka3HUKH BariHaJbHOI MiKpoQJiopH KiHOK KOHTPOJIbHOI Ta TOCTiIHOI rpyn

pO3BUBATUCS TUCOIOTHYHI cTaHu, Taki sk bB, Haii-
MOIIMPEHIIIA MATOJOTis Y JKIHOK JITOPOIHOTO BiKY
[18]. JJakTobakTepii — 11e ecTporeH3anekKHi MiKpoop-
TaHi3MH, IO 1€ Pa3 MiATBEPIKY€E 3HIKSHHS ITaHCIB
3aBaritHiTH 3a HasBHOCTI MC.

Mikpoopranizmu poxay Staphylococcus y marii-
eaTok i3 MC BUSBISLIM JTOCTOBIpHO 4YacTillle, HiX
y rpymi kouTpomo: 48,3% (p<0,001) Ta 10,3% Bin-
MmoBiHO. BapTo Big3HAUMTH, IO KiTBKICTH JAKTO-
Oakrepiil y 2-i rpyni Oyna piBHO3HAa4YHA KiIBKOCTI
CTa(iJIOKOKIB, IO 3YMOBJIIOE PO3BUTOK T'HIHHO-
3anajbHUX 3aXBOPIOBAaHb CIIM30BOT OOOJOHKH IMiXBH.
Jocniana rpymna Bipi3HsUIUCS H0CTOBIPHO OLIBIION0
JaCTOTOIO BHSIBJICHHSI €HTEPOOAKTEPiH IOA0 TPYIH
koHTpOoIo (p<0,001). 3a3HaunMoO, 10 € 3HAYHA KiJIb-
KICTh JOCIHiIKEHb, SIKi OOIPYHTOBYIOTH DPO3BUTOK
HEOHATaJbHOIO CEIICHCY caMe Y JKIHOK, SIKi Maiu
B MiKpo(10pi MiXBH MiJIBUIIEHY KIJIBKICTh €HTEPO-
Oaxrepiit [15; 16]. YV rpymi nopiBHSHHS Oyi0 3apee-
CTPOBAHO JINIIE Mi3epHE 3POCTAHHS KOJIOHIH OakTe-
piit (<10* KYO/mi). Y namienrok i3 MC nocToBipHO
yacrime (41,4%; p<0,001), a"ix y rpyIi KOHTPOJIIO

(13,8%), Bussusmn Enterococcus facealis. Yac-
TOTa BHSBIIEHHS KOpuHeOakTepii y xBopux Ha MC
Oyna Tako JocToBipHO BHIIOIO (24,1%; p<0,001),
aHix y rpym konTpomto (10,3%). Y xinok i3 MC
y TPH pa3u YacTillle, HiK y 310POBUX >KiHOK, BUCI-
Banmu Tpubu poxy Candida. ¥V rpymi 3 mposiBamu
MC BiJ3Ha4YaJud MaCHUBHE 3pPOCTaHHS KOJIOHIH
(>10*KYO/mi), ToiSIKY KOHTPOJIbHITPYTi—HE3HAYHE
(<10* KYO/mu). ¥ xinok i3 MC y mricth pasiB 4ac-
Tilne, HiX y TPyIi KOHTPOITIO, BUSBIISUTN ypearia3Mu
(55,2% Ta 10,3%; p<0,001) Ta y '’ sITh pa3iB — xjIami-
nii (17,2% ta 3,4%; p <0,001). 3aranomM mMikporeHo3
MiXBH Y JKIHOK 13 METaOOJIYHUM CHHIPOMOM Xapak-
TEpHU3yBaBCS IIHPIINM CIIEKTPOM BHIIOBOTO CKIIALY,
BHCOKHUMH TIOKa3HMKaMH OakTepialbHOTO obcimMe-
HiHHS, & TaKoXK 30UTBIICHHSIM YacTOTH 3POCTaHHS
MIKpOOHUX acoialrii.

BucnoBku. /lani, orpumani y miii po0oTi, Jar0Th
3Mory cTBepKyBarH, mo MC Ta HOro KOMIOHEHTH
Y JKIHOK PENpOTyKTUBHOTO BiKy BILTUBAIOTH Ha PO3-
BUTOK O€3ILTi s, HEOHATAIFHOI ATONOT 1, iH(eKIii
C€40CTaTeBOI CUCTEMHU.
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